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MolAlCal: https://molaical.github.io
2. PyMol: https://github.com/cgohlke/pymol-open-source-wheels,

https://github.com/maabuu/pymol-wheels, https://pypi.org/project/pymol-open-source-
whl/, https://github.com/cnpem/PyMOL4Win
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https://gitee.com/molaical/tutorials/tree/master/027-peptideGen
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FTFHRE MRS A "027-peptideGen":

#> cd 027-peptideGen
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#> molaical.exe -call run -c pepgen -i --help
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#> molaical.exe -call run -c pepgen -i -1 8 -n 10 -0 sequences.txt
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#> molaical.exe -call run -c pepgen -i -1 8 -n 10 -3d -nc -0 sequences.txt -dir results
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#> molaical.exe -call run -c pepgen -i -1 8 -n 3 -cc -3d -¢ 4 -rc 3 -nc
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#> molaical.exe -call run -c pepgen -i -1 16 -n 10 -s CCCCCCCCCCCCCCCC -d none -fix 1 3 -f
biln -3d -nc -¢ 10
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